
Gene Group Family Homolog % ID Effect (RNAi)

C12D8.10 AGC AKT AKT1 51

F28H6.1 AGC AKT AKT3 51

H42K12.1 AGC AKT PDPK1 30

W04B5.5 AGC AKT PDPK1 39

C10H11.9 AGC DMPK ROCK1 37

K08B12.5 AGC DMPK CDC42BPA 38 -

F19C6.1 AGC GRK GRK6 51

W02B3.2 AGC GRK ADRBK1 63

C10C6.1 AGC MAST MAST2 29

R166.5 AGC MNK MKNK1 26

R11G1.4 AGC NDR STK38L 63

T20F10.1 AGC NDR CIT 16

F47F2.1 AGC PKA PRKX 40

ZK909.2 AGC PKA PRKACA 46

B0545.1 AGC PKC PRKCD 46

E01H11.1 AGC PKC PRKCB 48

F09E5.1 AGC PKC PRKCI 57

F46F6.2 AGC PKC PKN3 29

F57F5.5 AGC PKC PRKCH 54 +

T25E12.4 AGC PKC PRKD2 38

W09C5.5 AGC PKC PRKD2 42

C09G4.2 AGC PKG PRKG1 42

F55A8.2 AGC PKG PRKG1 44

C54G4.1 AGC S6K RPS6KA4 47

R04A9.5 AGC S6K

T01H8.1 AGC S6K RPS6KA1 54

W10G6.2 AGC SGK SGK1 45

F28C10.3 AGC Unique

F31E3.2 AGC Unique SGK494 29

F42A10.4 Atypical MHCK EEF2K 38

C38C3.5 Atypical A6 CFL1 22

F38E9.5 Atypical A6 TWF2 34

ZK370.5 Atypical PDK PDK2 49

F15A2.6 CAMK AMPK BRSK2 40

PAR2.3 CAMK AMPK PRKAA2 42

T01C8.1 CAMK AMPK PRKAA2 52

W03G1.6 CAMK AMPK MELK 39

F17E5.1 CAMK CAMK CASK 48

F32D8.1 CAMK CAMK STK33 30

K07A9.2 CAMK CAMK CAMK1 61

K11E8.1 CAMK CAMK CAMK2B 49

R06A10.4 CAMK CAMK PSKH1 40

Y79H2A.11 CAMK CAMK DCLK1 31 +

T08D2.7 CAMK CHK2 CHEK2 33

Y60A3A.12 CAMK CHK2 CHEK2 32

Y60A3A.12 CAMK CHK2 CHEK2 32



K12C11.4 CAMK DAPK DAPK3 11

B0496.3 CAMK EMK NUAK1 12

F23C8.8 CAMK EMK TSSK1B 27

F49C5.4 CAMK EMK AC114947.1 36

H39E23.1 CAMK EMK MARK3 34

Y38H8A.4 CAMK EMK TSSK3 29

C44C8.6 CAMK MAPKAP MAPKAPK2 45

K08F8.1 CAMK MAPKAP MAPKAPK2 31

C24G7.5 CAMK MLCK

F12F3.2 CAMK MLCK

ZK617.1 CAMK MLCK MYLK 5

C54G4.1 CAMK S6K RPS6KA4 47

T01H8.1 CAMK S6K RPS6KA1 54

C28A5.6 CKI CKI

K09C6.1 CKI CKI

C44C10.7 CKI CKI

K08H2.5 CKI CKI

B0207.7 CKI CKI TTBK1 28

B0218.5 CKI CKI TTBK1 31

C03C10.1 CKI CKI CSNK1A1 81

C03C10.2 CKI CKI TTBK1 26

C04G2.2 CKI CKI TTBK1 27

C05C12.1 CKI CKI TTBK1 22 +

C08F8.6 CKI CKI TTBK1 32

C09B9.4 CKI CKI TTBK1 24

C09D4.3 CKI CKI TTBK1 24

C14A4.13 CKI CKI TTBK1 28

C17C3.11 CKI CKI

C25H3.1 CKI CKI TTBK1 30

C27D8.1 CKI CKI TTBK1 32

C34B2.3 CKI CKI

C38C3.4 CKI CKI TTBK1 30

C39H7.1 CKI CKI TTBK1 37

C45G9.1 CKI CKI TTBK1 30

C49C3.2 CKI CKI

C49C8.1 CKI CKI TTBK1 20

C50F4.10 CKI CKI TTBK1 34

C53A5.4 CKI CKI TTBK1 30

C55B7.10 CKI CKI TTBK1 33 +

C56C10.6 CKI CKI TTBK1 29

D2024.1 CKI CKI TTBK1 22

D2045.5 CKI CKI TTBK1 30

F26A1.4 CKI CKI TTBK1 27

F32B6.4 CKI CKI

F33D11.7 CKI CKI

F35C11.3 CKI CKI TTBK1 29

F36H12.8 CKI CKI TTBK1 38



F36H12.9 CKI CKI TTBK1 31

F38E1.3 CKI CKI TTBK1 33

F41G3.5 CKI CKI TTBK1 33

F46F2.2 CKI CKI CSNK1E 47

F53C3.1 CKI CKI TTBK1 32

F54H5.2 CKI CKI TTBK1 29

F59E12.3 CKI CKI

K06H7.8 CKI CKI TTBK1 31

K11C4.1 CKI CKI TTBK1 36

M7.7 CKI CKI TTBK1 26

R10D12.10 CKI CKI TTBK1 20

R13H9.5 CKI CKI TTBK1 38

R13H9.6 CKI CKI TTBK1 31

R90.1 CKI CKI TTBK1 31

T05C12.1 CKI CKI TTBK1 30

T09B4.7 CKI CKI TTBK1 29 +

T11F8.4 CKI CKI TTBK1 20

T15B12.2 CKI CKI TTBK1 21

T19D12.5 CKI CKI TTBK1 26

W01B6.2 CKI CKI TTBK1 29

W03G9.5 CKI CKI TTBK1 29

W06F12.3 CKI CKI TTBK1 30

W09C3.1 CKI CKI TTBK1 21

Y106G6E.6 CKI CKI CSNK1G3 66

Y38H8A.3 CKI CKI TTBK1 37

Y39G8C.2 CKI CKI TTBK1 33

Y47G6A.13 CKI CKI TTBK1 87

Y65B4A.9 CKI CKI TTBK1 69

Y69F12A.1 CKI CKI TTBK2 76

ZC581.2 CKI CKI TTBK1 25

ZK354.2 CKI CKI TTBK1 24

ZK354.6 CKI CKI TTBK1 27

ZK507.3 CKI CKI TTBK1 20

ZK596.2 CKI CKI TTBK1 37

F22H10.1 CKI CKId

T01H10.4 CKI CKId

ZC373.3 CKI CKId

E02H4.6 CKI CKI

K04C1.5 CKI CKI

F25F2.1 CKI CKI

F26A1.3 CKI CKI

F22F1.2 CKI CKI

F39F10.3 CKI CKI

F59A6.4 CKI CKI TTBK2 40

H05L14.1 CKI CKI CSNK1A1L 34

T05A7.6 CKI CKI TTBK2 40

B0285.1 CMGC CDK CDK13 37



B0495.2 CMGC CDK CDK11B 38

C07G1.3 CMGC CDK CDK16 38

F18H3.5 CMGC CDK CDK6 70

F39H11.3 CMGC CDK CDK8 43

H01G02.2 CMGC CDK CDK20 32

H25P06.2 CMGC CDK CDK9 65

K03E5.3 CMGC CDK CDK11B 37

T05G5.3 CMGC CDK CDK1 58

T27E9.3 CMGC CDK CDK5 74

Y42A5A.4 CMGC CDK CDKL1 41

ZC123.4 CMGC CDK CDK6 22

ZC504.3 CMGC CDK CDK11B 33

C16A11.3 CMGC CLK +

E02H4.3 CMGC CLK CLK2 26

Y111B2A.b CMGC CLK

C34G6.5 CMGC GSK CDC7 25 +

F21F3.2 CMGC GSK GSK3A 26 +

C44H4.6 CMGC GSK GSK3A 41

F21F3.2 CMGC GSK GSK3A 22

F44D12.11 CMGC GSK

R03D7.5 CMGC GSK GSK3A 27

Y106G6D.4 CMGC GSK GSK3A 21

Y106G6E.1 CMGC GSK GSK3A 28

B0218.3 CMGC MAPK MAPK14 60

B0478.1 CMGC MAPK MAPK10 56

C04G6.1 CMGC MAPK MAPK7 28

C05D10.2 CMGC MAPK MAPK15 47

C49C3.10 CMGC MAPK MAPK10 28 +

F09C12.2 CMGC MAPK MAPK7 33

F42G8.3 CMGC MAPK MAPK14 48

F42G8.4 CMGC MAPK MAPK14 32

F43C1.2 CMGC MAPK MAPK3 60

T07A9.3 CMGC MAPK MAPK10 47

W06F12.1 CMGC MAPK NLK 81

Y51B9A.9 CMGC MAPK MAPK10 30

ZC416.4 CMGC MAPK MAPK10 51

F52B5.2 CMGC RCK CDK9 26

M04C9.5 CMGC RCK MAK 49

C35D10.4 Microbial PK ABC1 ADCK3 32

D2023.6 Microbial PK ABC1 ADCK1 44

M01B12.5 Microbial PK R101 RIOK1 45

ZK632.3 Microbial PK R101 RIOK3 35

F52C12.2 Microbial PK TSR3 38

B0207.4 Other AUR AURKB 55

K07C11.2 Other AUR AURKB 42

R06C7.8 Other BUB BUB1 17

C01H6.9 Other GSG2 18 +



F22H10.5 Other GSG2 32

Y18H1A.10 Other GSG2 76

C46C2.1 Other WNK2 20

H37N21.1 Other NRBP1 38

C05H8.1 Other CAMKK CAMKK2 39

DC2.7 Other CHK1 CHEK1 22

R02C2.1 Other CHK1 CHEK1 33

R02C2.2 Other CHK1 CHEK1 31

Y39H10A.7 Other CHK1 CHEK1 89

B0205.7 Other CKII CSNK2A1 77

C36B7.1 Other DYRK DYRK2 28

F20B6.8 Other DYRK HIPK1 39

F49E11.1 Other DYRK DYRK2 39

T04C10.1 Other DYRK DYRK1B 32

Y81G3A,3 Other EIFK EIF2AK4 73

F46G11.3 Other GAK AAK1 23

C29F9.7 Other ILK ILK 56

K09B11.1 Other IRAK IRAK4 25

C41C4.4 Other IRE ERN1 39

F46C3.1 Other IRE EIF2AK3 17

C24A1.3 Other MLK FPGT-TNNI3K 42

F33E2.2 Other MLK MAP3K12 27

R13F6.7 Other MLK

T27C10.5 Other MLK

K11D12.10 Other MLK KSR2 11 +

C06E8.3 Other PIM

F45H7.4 Other PIM PIM1 27

F55G1.8 Other PLK PLK1 37

K06H7.1 Other PLK

F22D6.5 Other PRP4 PRPF4B 45

F13B9.4 Other RAF

F58D5.8 Other RAF

W07G4.3 Other SCY1_sc SCYL1 34

ZC581.9 Other SCY1_sc SCYL2 28

B0464.5 Other SRPK SRPK2 28

C05D2.1 Other STKR TGFBR2 17

C32D5.2 Other STKR BMPR2 18

F29C4.1 Other STKR BMPR2 16

F52F12.3 Other TAK1 MAP3K7 20

Y105C5A.24 Other TAK1 MAP3K7 23

W02B12.12 Other TSK TSSK1B 25

C07A9.3 Other TSL 32

T07F12.4 Other UNC STK33 25

ZK930.1 Other VPS15_sc PIK3R4 26

F28B12.3 Other VRK VRK2 18

F35H8.7 Other WEE PKMYT1 24

Y53C12A.1 Other WEE PKMYT1 22



F35G12.3 Other AAK1 43

D2045.7 Other YPL236_sc STK16 25

D1044.3 STE NEK

F19H6.1 STE NEK NEK7 68

Y39G10AR.3 STE NEK NEK8 22

ZC581.1 STE NEK NEK8 39

B0414.7 STE STE11 MAP3K4 23

F59A6.1 STE STE11 MAP3K15 32

C03B1.5 STE STE20 PAK1 24

C04A11.3 STE STE20 STK10 26

C09B8.7 STE STE20 PAK1 52

C45B11.1 STE STE20 PAK4 45

F14H12.4 STE STE20 STK4 51

T17E9.1 STE STE20 TAOK1 37

T19A5.2 STE STE20 STK25 38

Y38F1A.10 STE STE20 PAK4 27

Y59A8A.23 STE STE20 STK39 90 -

ZC404.9 STE STE20 MAP4K5 40

ZC504.4 STE STE20 MINK1 48

E02D9.1 STE STE7

F35C8.1 STE STE7 MAP2K7 26

F35C8.2 STE STE7 MAP2K7 27 +

F42G10.2 STE STE7 MAP2K4 46

K08A8.1 STE STE7 MAP2K7 48

R03G5.2 STE STE7 MAP2K6 49

VZC374L.1 STE STE7 MAP2K4 40

Y54E10BL.6 STE STE7 MAP2K2 97

ZC449.3 STE STE7 MAP2K4 35

C34F11.5 TK CTK FES 11

D1073.1 TK CTK

F49B2.5 TK CTK FGR 48

M79.1 TK CTK ABL1 32

T08G5.2 TK CTK

Y47G6A.5 TK CTK HCK 85

Y48G1C.11 TK CTK MTMR10 33

B0523.1 TK FER FES 28

C18H7.4 TK FER FES 29

C25A8.5 TK FER FES 27

C35E7.10 TK FER FER 87

C55C3.4 TK FER FES 26

F01D4.3 TK FER FES 21

F22B3.8 TK FER FES 21

F22D6.1 TK FER FES 32

F23C8.7 TK FER FES 27

F26E4.5 TK FER FES 28

F46F5.2 TK FER

F53G12.6 TK FER FES 24



F57B9.8 TK FER FES 25

F59A3.8 TK FER FES 21

K07F5.4 TK FER FES 20

K09B11.5 TK FER FES 19

M176.9 TK FER

R05H5.4 TK FER FES 27

R11E3.1 TK FER FES 21

T04B2.2 TK FER FES 29

T06C10.6 TK FER FES 27

T13H10.1 TK FER FES 21

T21G5.1 TK FER FES 21

T25B9.4 TK FER FES 19 +

W01B6.5 TK FER FES 20

W03A5.1 TK FER

W03F8.2 TK FER FES 17

Y4C6A.1 TK FER FER 56

ZC581.7 TK FER FES 29

ZK593.9 TK FER FES 19

ZK622.1 TK FER FES 32

T25B9.5 TK FER-T25B9.5 FES 20

K09B11.5 TK FER-T25B9.5 FER 62 +

W08D2.8 TK FER-T25B9.5 FES 20 -

C08H9.5 TK KIN16 FGFR1 21

C08H9.8 TK KIN16

F59F5.3 TK KIN16 +

M01B2.1 TK KIN16 FGFR1 21

M176.6 TK KIN16 FGFR1 22

R09D1.12 TK KIN16 FGFR1 23

T01G5.1 TK KIN16 FGFR1 17

T17A3.8 TK KIN16 FGFR1 20

W04G5.6 TK KIN16 FGFR4 84

Y50D4B.6 TK KIN16 KIT 78

ZK938.5 TK KIN16 FGFR1 22

F54F7.5 TK KIN16-F54F7.5

B0252.1 TK RTK

C01G6.8 TK RTK ROR1 27

C16B8.1 TK RTK RYK 30

C16D9.2 TK RTK ROS1 9

C24G6.2 TK RTK FGFR2 41

C25F6.4 TK RTK DDR2 24

F11D5.3 TK RTK DDR2 29

F11E6.8 TK RTK MST1R 35

F40A3.5 TK RTK

F40G9.13 TK RTK

F58A3.2 TK RTK FGFR1 20

F59F3.1 TK RTK FGFR1 11

F59F3.5 TK RTK FGFR1 10



M03A1.1 TK RTK

R151.4 TK RTK RET 41

T10H9.2 TK RTK ALK 18

T14E8.1 TK RTK RYK 11

T22B11.3 TK RTK

Y38H6C.20 TK RTK RYK 13 +

Y55D5A.5 TK RTK INSR 62

ZK1067.1 TK RTK ZAP70 10

F08F1.1 TK RTK-YS3J RET 19

F09A5.2 TK RTK-YS3J RET 14

F09G2.1 TK RTK-YS3J RET 12

C04G2.10 Worm

T05E8.2 Worm

Y48B6A.10 Worm

C50H2.7 Worm

K08B4.5 Worm

K09C6.7 Worm

K09C6.8 Worm

T10B5.2 Worm

R107.4 Worm CHUK 13

Y39G8B.5 Worm IKBKE 51

C01C4.3 Worm Unique SBK1 22

C29H12.5 Worm Unique

C33F10.2 Worm Unique TBCK 29

EEED8.9 Worm Unique PINK1 26

F16B12.5 Worm Unique

F18F11.4 Worm Unique

F37E3.3 Worm Unique

F55C5.7 Worm Unique RPS6KC1 21

K02E10.7 Worm Unique

K09A9.1 Worm Unique TRIB2 10

K11H12.9 Worm Unique MAPK10 19

Y106G6A.1 Worm Unique MAP3K8 17

Y52D3.1 Worm Unique STRADA 25

H12I13.1 Worm

ZK177.2 Worm +

T24D5.4 Fragment-AGCNDR CIT 35

AC8.2 Fragment-CKICKI

ZK507.1 Fragment-CKICKI TTBK2 85

D2024.1 Fragment-CKICKI - D2024.1 TTBK1 22

H05L14.1 Fragment-CKICKI - F59A6.4 CSNK1A1L 32

C55B6.5 Fragment-CKICKId

W02H3.2 Fragment-Other

DC2.1 Fragment-OtherCHK1

F08B4.3 Fragment-OtherWEE

K07A12.1 Fragment-TK FER

Y43C5B.2 Fragment-TK TK



C26E6.1 Fragment-Worm

F12A10.2 Fragment-Worm

C04F6.5     Atypical YLK1

C18B10.6 Atypical YLK1 -

C29F7.1     Atypical YLK1

C29F7.2     Atypical YLK1

C50F4.1     Atypical YLK1

D1044.1     Atypical YLK1

E02C12.10 Atypical YLK1

E02C12.11 Atypical YLK1

E02C12.12 Atypical YLK1

E02C12.6   Atypical YLK1

E02C12.7   Atypical YLK1

E02C12.8   Atypical YLK1

E02C12.9   Atypical YLK1

F20D6.5     Atypical YLK1

F48G7.12   Atypical YLK1

F48G7.3     Atypical YLK1

F49C12.7   Atypical YLK1

F56A4.g     Atypical YLK1

F58B4.5     Atypical YLK1

F59B1.8     Atypical YLK1

H06H21.8  Atypical YLK1 +

H37A05.2  Atypical YLK1

T16G1.3     Atypical YLK1

T16G1.4     Atypical YLK1

T16G1.5     Atypical YLK1

T16G1.6     Atypical YLK1

T16G1.7     Atypical YLK1

Y11D7A.8 Atypical YLK1

ZK1037.4   Atypical YLK1

B0285.10 Choline Kin Choline Kin CHKA 23

B0285.8 Choline Kin Choline Kin CHKA 27

B0285.9 Choline Kin Choline Kin CHKA 24

C28D4.2 Choline Kin Choline Kin CHKA 29

C52B9.1 Choline Kin Choline Kin CHKA 34

F22F7.5 Choline Kin Choline Kin CHKA 25

T27A10.3 Choline Kin Choline Kin ETNK2 34

C34C6.5 DAG kin DAG kin SPHK2 24

F42A9.1 DAG kin DAG kin DGKD 58

F46H6.2 DAG kin DAG kin DGKE 36

F54G8.2 DAG kin DAG kin DGKB 48

K06A1.6 DAG kin DAG kin DGKZ 35

T10B11.2 DAG kin DAG kin CERK 24

AH6.1 GCyc GCyc NPR2 24

B0024.6 GCyc GCyc NPR2 27

B0240.3 GCyc GCyc



C04H5.4 GCyc GCyc

C06A12.4 GCyc Gcyc +

C17F4.6 GCyc GCyc NPR2 23

C30G4.3 GCyc GCyc NPR2 21

C49H3.1 GCyc GCyc NPR2 22

F08B1.2 GCyc GCyc

F21H7.9 GCyc GCyc NPR2 24

F22E5.3 GCyc GCyc NPR2 24

F23H12.6 GCyc GCyc NPR2 28

F52E1.4 GCyc GCyc NPR2 25

R01E6.1 GCyc Gcyc

R134.1 GCyc GCyc NPR2 24

R134.2 GCyc GCyc NPR2 23

T03D8.5 GCyc GCyc NPR2 26

T26C12.4 GCyc GCyc NPR2 23

W03F11.2 GCyc GCyc NPR2 24 +

ZC239.7 GCyc GCyc NPR2 24

ZC412.2 GCyc GCyc NPR2 24

ZK896.8 GCyc GCyc NPR2 23

ZK970.5 GCyc GCyc NPR2 22

ZK970.6 GCyc GCyc NPR2 24

K10E9.1 Inositol kinaseATM

C48B6.6 Inositol kinaseFRAP SMG1 23

T06E4.3 Inositol kinaseFRP1 ATR 19

B0025.1 Inositol kinasePI3K PIK3C3 39

B0334.8 Inositol kinasePI3K PIK3C2B 21

F39B1.1 Inositol kinasePI3K PIK3C2B 25

F35H12.4 Inositol kinasePI4K PI4KB 38

F55A12.3 Inositol kinasePIP5K PIP5K1C 42

VF11C1L.1 Inositol kinasePIP5K PIKFYVE 32




